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© Expression systems for amldating enzyme. 

© Alpha-amidating enzyme is produced by recombinant DNA techniques recoverable in high yields and at high 
purity. Both eukaryotic and prokaryotic expression vectors are provided having a transcriptional promoter 
followed downstream by a DNA sequence which encodes amidating enzyme. The vector selected is one capable 
of directing the expression of polypeptides in the host selected, and preferred hosts are transected with the 
described vectors. 
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EXPRESSION SYSTEMS FOR AMIOATING ENZYME 

BACKGROUND OF THE INVENTION 

This invention relates to the production of alpha-amidating enzymes through recombinant DNA tech- 

5 niques, and particularly to expression vectors and hosts capable of expressing alpha-amidating enzyme in 
high yields and at recoverable high purity. 

The intracellular processing (cleavage and/or functional group modification) of precursor forms of native 
proteins following their translation from nucleic acid coding sequences has been clearly documented. 

In general, mammalian cells and other eukaryotes can perform certain posMranslational processing 

w procedures, while prokaryotes cannot. Certain prokaryotes, such as E. coli, are widely employed as hosts 
for the production of mammalian proteins via recombinant DNA (rONA) technology because they can be 
readily grown in batch fermentation procedures and because they are genetically well-characterized. 
However, many mammalian proteins require some type of posMranslational processing, and if these 
proteins are produced by genetic engineering of E. coli. for example, the posMranslational processing must 

is often be accomplished by using complex, in vitro chemical procedures which are cost- prohibitive for large- 
scale production applications. 

One type of processing activity involves the specific amidation of the carboxyl-terminal amino acid of a 
peptide or protein. Many naturally-occurring hormones and peptides contain such a modification, which is 
often essential if the protein is to be biologically active. An example is calcitonin, where the substitution of a 

20 non-amidated proline residue for the amidated proline of the native form results in a 3,000-fold reduction in 
biological activity. Other biological peptides requiring post-translational amidation for full activity include but 
are not limited to growth hormone releasing factor, other calcitonins, and calcitonin gene-related peptide. 

The specific amidation of the carboxyl-terminal amino acid of a protein is cataly^d by alpha-amidating 
enzymes. The polypeptide sequences for many important biological proteins which require amidation for 

25 maximal efficacy, may be manufactured, for example, by genetic engineering techniques. However, the 
important and sometimes essential carboxyl terminal amidation must often be performed in vitro . It is 
desirable to avoid costly and cumbersome chemical amidation techniques at this point, and is therefore 
desirable to utilize an amidating enzyme to perform the specific amidation. However, alpha-amidating 
enzyme is not easily obtained in nature. 

30 The presence of amidated peptides in a particular tissue is not necessarily synonymous with high levels 
of alpha-amidating enzyme. For example, rat anterior pituitary tissue contains high alpha-amidating activity 
but no known substrates [Eipper et al, PNAS 80. 5144-5148 (1983)]. Rat posterior pituitary tissue contains 
amidated peptides (oxytocin and vasopressin) but has very little alpha-amidating activity [Eipper et al„ Endo 
116, 2497-2504 (1985)]. Therefore, until individual tissues are tested for alpha-amidating activity, the 

as presence or potential levels of the enzyme cannot be anticipated. 

An even greater impediment to the availability of amidating enzyme obtained from natural sources is 
the usually low level of purity. Amidating enzymes obtainable from natural sources are contaminated with 
proteolytic enzymes and other impurities. Effective recovery of amidated product is greatly hindered when 
these impurity-laced enzymes are used to amidate a substrate comprised of L-amino acids. The presence 

40 of proteases, in particular, may break down the substrate and/or the amidated product and/or the amidating 
enzyme itself. Most biologically important polypeptides comprise L-amino acids, and are susceptable to this 
proteolytic breakdown and to other amidation-hindering impediments caused by impurities in amidating 
enzyme preparations. 

Because nature provides few sources, low abundance and insufficient purity of alpha-amidating 
45 enzyme, there is a need for efficient methods of mass producing alpha-amidating enzyme recoverable in 
high yield and at high purity. . 

As used herein, the terms "amidating enzyme" and "alpha-amidating enzyme" refer to any agent 
capable of catalyzing the. conversion of a peptidyl substrate to a corresponding peptidyl amide having an 
amino group in place of the C-terminal amino acid of said substrate. 

50 

BRIEF DESCRIPTION OF THE INVENTION 



It is an object of the present invention to provide alpha-amidating enzyme recoverable- in .high yields 
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and at high purity. 

It is another object of the invention to provide host organisms capable of expressing alpha-amidating 
enzymes recoverable in high yi*ld and at high purity. 

It is another object of the invention to provide expression vectors containing DNA sequences coding tor 

5 alpha-amidating enzyme. , , . . 

It is another object of the invention to provide expression vectors capable of expressing alpha-amidating 
enzyme in a manner wherein expressed enzyme may be easily recovered and purified to levels effective for 
amidation of peptidyl substrates comprising L-amino acids, for example, substrates purified from natural 
sources, synthesized chemically, or produced by recombinant DNA techniques. 
io It is another object of the invention to provide expression vectors especially suited for directing the 
expression of alpha-amidating enzymes in a eukaryotic host. 

It is another object of the invention to provide expression vectors especially suited for directing tne 
expression of alpha-amidating enzymes in a prokaryotic host. 

It is another object of the invention to provide a means for efficient cost-effective mass production of 

75 alpha-amidating enzyme. ^ 
These and other objects are accomplished by providing a host capable of expressing a polypeptide 
sequence of an alpha amidating enzyme, said host comprising an expression vector which includes a 
transcriptional promoter followed downstream by a DNA sequence foreign to said host which encodes said 
amidating enzyme, said vector being capable of directing expression of polypeptides in said host. 

20 In certain embodiments, a host is provided which is capable of expressing the polypeptide sequence of 
an alpha amidating enzyme, said host comprising an expression vector containing a transactional promoter 
followed downstream by a DNA sequence foreign to said host which , is capable of hybridizing under 
stringent conditions with a DNA sequence of: 

25 
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CCCATCCTCCCACTCCCACCACGTTCCCAATCATCACTCCCCCCCTCTCCC^ -m 

TCCACCCCTCTCCCTCCCACCCCCTCTCCCCCCTCTCCACCCCCCCCCCCTCCACCCCCCCSCCCCACCCCACTCC^CACtXCCTTCCCACCCOICCCCA -1 4* 
<XC;ACCCACCCCACCCCCCTCCCCCCCCATCCtXCTCCCCCVCCCC«^ 

T CCCCCCC tfCCCCCCC^CTCCCCCCTCCCCTCCTCCTCCCCCCACATCCCCCCACCCCCCCCCAOCCCTCTCCTACICCTCCTCCTCCCCCTOCrCCCCC S3 

. « . ♦ . ♦ ♦ ™' i f • r g 1 I V l 1 I | 1 1 ' a 1 Mil 

TCCACACCACCTCCCTCCCCTTCACAACCCCACTTTCTCTCTTTAACACCTlTAAACAAACTACCACATCATTTTCt'A H» 

i's tc I • rr'tpitT I krl b*tt r • f e • • e 1 • t Is 

*CCACTCACCCCTCTTOATGCATCACATTTTCCCCTCCATArTCCCATCC »* 

CTCCCTCTCCATCAMAACCCTTCCTCAmACTTCAACCCTCC^^ 393 
.... .-.-«--.. ......... ..,.».-..,—«♦-.--,.-—♦.—.----♦—-,—-•—-,—-♦ 

I p * 4 . . . f ; 1 4 t * * p r . . - t . Ii I, . I I , B c • . , . - Itlfl 

CCACTCC14CTTACT«TmOTCATCAAOTA»CtTCTACACArAAACCCAATAT 4JS 
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ibvil IW=iCO*CAA*CT0CiaCCiiiTiCTTC0TCrTTCA4CTTClCt*TCC(XATATCACTC«rmTCCACAT**TCACAJliCAC SSS 

TCCTCTCCCCTCTCCOTACATCTCACACGTGTOXCCtACCCTTTAATTCCCCCCAT^^ CSS 

AACTAGTCAATCCTCACATTTCCTCCCtATACAAAATCTATCCAATCCATCTCTTTCCCTACA HI 

ATACAOAOTAAeAAACCCACAOTCCACACTCAneCACCCCACAACCCCCACCTCCCACACeCTnCTACCCTCTOCAACACCCCOmArcnACTTrT 139 ■< 

yr r . , , . t i , , r « . , , r r « m 

OOTGATATACTCCCACCCAOAmOTOmACTCCTGAACCOACOACACACCCCACCCATATCSCCCCCACTTCTACTCACCAAArOTCTAACCTCTACA 93 S 

, ♦ . ♦ . ♦ ♦ . • . ♦ . ♦ w 

• 4itaarcTft(*|rt«*tJi||tta»4*ac«irt <3lt| ^ 

TCATCTATTACATCCAACCCAAATATCVACTTTCCTTCATCACCTCTACAAACAACCT0CCTCCACATATCT7CAOAACTATCCCACCACACCCCAATAT 1055 

CCCAATTCCTCTCAAACCCCACATCCTTATCATCCACCCCCATCACAAACAACCACAAAACAAACAAAACACTCCTTTAA1CCACCACCCA AAACACCCA 1154 ^ 

- — j ™*VV""i"i ■ Vi'TT" ;*-~;*T*;~'*r"i""" , """*"5" , "r* m 

CACCAACAACTArrACACTACCATrfCrATCTCCAACAACAACTCCACTCCCCTCCACTOTACTrCTTACCACCCCACCr rrCTCCCCTCCCCCTCCArT 11SS 

. — ♦ — — 4 — — — -.— - 

t » .... . <*m 0 

s 

CTAACAAIAACCTACTCATTTTCCACACACCTCACCATCTTTCCCAICCAAACTCTTTTCACACCAACT1 TCTTTACCACCAAAOACCTCTTCCCCCAAT 1333 T3 

TCAAOAACACACCATCCTCCTCATTCACCCAAATAATCCTCAAATCCTCCAOTCCACTCCCAACAACCTC rTTTATTTACCACACCCCTTCACCATACAT IA55 — 

ACACATCCAAArTATTCCCTCACACATCTCCCTCTCCACCACCTOTTCA^ AITCCACCCCCATACCAAACAACCCCCTCI CTTAATTCTGCCAACtJACCA 1S5J 

TCCAACCrCCCACTCACCAAAACCAmCTCCCACCCCACCCA 10 TCCCIO rCCACCCCACTACTCCi^C i tf ICTTCtfl C T CAC ACCCTTACTCTAACaO 1455 

TtXCmCTCCAOTTTTCAlXAACCCCAAACTTCCTCACCCACKCCCACAACACTCCTCTCCAACCACK U« 

AOTTTCCCCCTTCTeCCTCAmcCACTACTTCTCTCTCCCACACACCCAAAATCCCtflAATCCAATCW 1»S3 

ACATTAAC^ACCCATCATTTCCAACCAATCTCTTTCCCATTTCATATATACCACCTtTCCTCTTTCCCTTAAACW 1»« 

CCCCCTCOA«ATTTCTCATaAACTTTTCCAaTCCC0AAATfATA0A«rCTTCA4CCCACTACCW^ «»• 

TCTCAACATCCTACTCTCTACArrcCACAWACACACAAACACCTlCTCCAACrTCACCCTCACTCAAAAAAT^ "55 

CCAlTCAACTCCACtUAATCAAACAACCCCACCCACTTCTTCAACCCAAACTCCACAACAAACCCACCTCCTOCAAlT^ «» 

I » * • I * •*•••'» »• pfc » • » » * t ■ • • l n % ■ * • & * 

CAAACTCACXACACACCraCCTCWCACTCTCWlCCn^ 1335 
t~ V % 'V % 'f "•"*» 1 I t t I I » I 9 r 1 »" 1 1 • I ▼ ■ I I 

CCCTCCAAAAAATCAAC€CCCTTTCCACCAAACCCAAC«CL«^ 2M 

k \~~m *r ■ "f~V~i" »"« l • 1 i • « f ' « ■ r *fc » y ■ r * « f < (,l,r 

ACC€ACTCACCACACACCCCACTCACCAA«ACAAACATGACCACCACCCA«1CACTr^ « 55 

CTCCTCACCTCCACCCnCCCCCCCCTACCTCCACTCACCTTTACCACCATCCCCACACTCCIlCCTCTrTATO 1*3* 

• . I «M3I "•*•*• 

CTAAACTCTACTCCTCACTCTCCCACTCTACACACCTTTAttl ACTTCATITCCCTCCtinCCCTTCtCTlTTT JJ'J 

CTCOCICCCAnCTCTrTATATCAACTTACCCrACACACCGCCCmTTCITCCAACCW «« 

mAOTCCTCGAtCTAAATACCCCTATTaCTCCTICAACACAGTAnCICCCACTCriCACTW «» 

rACCAI7C7CACCCTCTCCCACTCAA0ACAACCAACCtCCCACACCACCAAAACC1CCTAAATCTCfTCTfilTrTTTTAAAATCACTAACATTAf AttCCA 305 V 

* ATGACACAAATTTTAAAAACTTTCTATTTAAAf TCT17I111 AAA? TlClCClCACTTCCTCTCTTTCCCCCAICTClTATTTTTTTACATCtrtTACACT 3133 
GTTAGAACACTATTTTTCACAATCTGAAfGTAATtTOf OTAAf AAAGIGTTTCAGACCATTACGAAXAAAA4AAAAAAAAAAAAAA . 

* ,\ . • . • . 3JU 

In another embodiment, a host is provided which is capable of expressing the polypeptide sequence of 
an alpha amidating enzyme, said host comprising an expression vector containing a transcriptional promoter 
followed downstream by a DNA sequence foreign to said host which is capable of hybridizing under 
stringent conditions with a DNA sequence of: 
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-333 

rcC*TCCrcCCACTCCCACCA(WTTCCCAATCATCACTCCCCC^ 

TOACCCCTCTCCCTCCCACCCOCTCTCeCCCCTCTCCACCCCCCCCCCCTCCACtCCCCOCCCCCACCCB ACTCCACACCCCCTTCCCACCCCTCCCC A - 1 *• 

CCCTACCCACCCCACCCCCCTCCCCCCCCATCCCtCTCCCClWOCCT^^ 1?CCTCCCIXCCAC <XCTCC CA -** 

I tllUACCCCCCq CCACTOCC CCC T CCC CTOOTCCTOCOCCO^ 5» 

' * ' * ' ' ' •grtrt tll'lllitll *! Uti 

A l l I II IC 1 1 1 1 1 AACAC0TTTAAA0«AACTACCACArCATTnCCA11 CAAI CCCTTCCTACCAT1CC 133 
ACCAffTCACCCCTCTTCAITCATtACArTTTCCCCTCCATATTCOCATCCCT 235 

10 » ; t « • » < « • i « » ■ • * * * • ■ * * r *' • ■ • ■ r 

CTCCrTCTCCATOACCAAOCCTTCCTCArrCACTTCJMCCTTCTCCCACCATCCATA 333 

1 ~~»"~t" « f* t • r • • 4 t » fc* • ■ 1*1 I f« • • » • ■ ltlf> 

CCACTCCAACTTACTCCTTTWTCATCAACCAACCTOTACACATAAACCtAATAfTCM *33 

;5 ACCTCTTWAnCAOAOmOACCACAAACTCCAACCAAATAmCflTCCTICAACTTCACTAtCCWATAmClCCrTTW 333 

"i Y~V" * f • ■ r f" » * « '» » t i « i •'• * r 4 • % * 4 

TCCTCTCCCCTCTCCCTACATCTCACAWTC^C^ 

AACTACTCAATCCTCACATTTCCTCCCAATACAAAAKTATCCAATCCATCTMTTCOTAC^^^ T33 
t c V"r~i~ ■ 7 % ah » f • 7 r ♦ * t fc ■ i • « * » 



ATACAOACrTAACAAACCCACACTCCACACTtAmCACCCCACAACCtXCAOtTCCtACfW 



•S3 



CCTCATATACTWCACCtACATCTCTCTTCACT^ f5S 

toss 



-< 



TCAmAnACATOCAAOCCAAATATCCACmCCTTCATOACCmiCAAAWACCTCOCTOAOATATOmAOAACT 1033 ^ 

CCCAArrCCTCmAACCOCACATOOnATOATCCACCCCCATCACAAACAACCAOAAAACAiAOAAAA 1115 _ 

. « . 4 . ♦ . — — - . ♦ . ♦-— . ♦ . — Co 
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rTTTT*;~ 4 T"i 77 "•■"» 11 • • #r 9 4 9 * f * * ' ■ 9 *" • * <4lf> 

5 ACACACAATCTCCCTCACACCTCCTACCTf^TTCCAAAOT 

ATCCCOTAATOCTATCCTWrrCAflAOACAWATCCACAOITI^ USS 
CCTt^AICCCCCTTtXSAACCACAACCCTCACCAC^ 1555 

, 0 ttt /7*ty\ 4 ;~ ~r; 77 i ~r; 7 v" 'v\ %%m 

WOTCOCCCTWTTCTUOAATAACCTACTCATTTTCTACAOACOT^ U » 
ACCTCTTCCCCCAATTC^CAACACACCATCCTCCTCATTCACCCAAATAATCCTCA^ 1755 

IT i*ri t i «7»»A7llititk«lfrlpk 

; 5 CCCTTCACCATAaATACACATtWAAAnArrtWCTCACACATCTCCCTCTCCAa^ 1,55 

r"r"r"i~""i~*"rvT*i""»'"~i""" 77*™;~7 4 77 "7T7~'7 « * ; « > r i i<*»*» 

TTCTCCCAA<WACCATOCAACCTCCCACTCACCAAAATCAmCTCCCACCCCACCCATCT«^ lf55 

~*T^*TVT*~i "™7T'77 4 7"ytt 7* <* t • * • > i t • • ' * < * • < 

CTcmcTCTAACAOTC«ArrOTtxA(rrmcACC^^ 2035 

TTCACTCTTCCTCACA U I ; \ UUXt 1 1 U C CCTC ATTTCCACCACTTCTCTCTCCCAC ACACCCA AA ATCCCCCAATCC A j^f* ^jf* 3195 

;~ 'TriTiTiTTi ttt 77 4 7"yt 4 77 .~;tt rrr i' 77 7 » am 

AACAAITn#TCACACAOATTAACCACCCATCATTrCOAACCAATCTCTrTOCCATTTCATATMACWCC^ 1134 

TrTTTrTH'TTTi" 7 4 7~V7" 4 7 i" • Ti7t*ii«7.ikpr 

25 CTTTCCACACCAACACCCCCTCCAACnATTTCTCATCAACTTTTCCACT^ ? S >* 

tyt 4 77*7~»"t • 7i 7 r" "i ^ t n / » r k \ i ^ • p 

CATCATATTCTCCCT1CTCAACATCCCACTCTCTACATTCCACACTCACAM 1455 

ttt rT™; TT7 tTt rV i ;r 4 ; ; \ 77 rv. rv. » a r .nm. 

CACTCAAAAA<WCCCATTCAACTCCACCAAATCAAACCCCACCCACTTOnCAAC«AAACTCCW 

30 ------- Y7"7"7 7 rT7«*ki*»7«i«*« 

CCAACACAAACACAAACTCACCACACACCCCCCCTCCCCACTCTCCCTW^ *"* 



^ • * n * 



lftttll'lp*!**** 1 



OTCATOmATTC<WCOAAAAAATCAACCCCCTTrWACCA0ATCATCACCCCAACCTCCACTCA^ 2735 

r rr! r r*rr*i r i 77 1 < i i 7 i i . « « • • 7 * 1 > r r ■ * *t»m 

CACCACCAACAACACAACCAAGACCAACACAACCACCAACAAUCCACAACCACCAACAACACCAC^ *«» 
ACCCCTCTOACAATAACTACAAeCOCAAACCCAnC^AA^ACCCATTCAAACCTCTCACTrem 2,45 

As used herein, the term "stringent conditions'* means 2 x SSC (0.3M sodium chloride and 0.03M 
sodium citrate) at 62* C. 

The present invention also provides expression vectors for directing expression of alpha-amidating 
enzyme in both prokaryotic and eukaryotic systems. For example, an expression vector is provided which is 
capable of directing, in a prokaryotic host, the expression of a polypeptide sequence of an alpha amidaVng 
enzyme, said vector comprising a transcriptional promoter followed downstream by a first DNA sequence 
having an amidating enzyme-coding region, said first sequence being sufficiently homologous to a natural 
DNA sequence for expressing natural amidating enzyme to undergo hybridization with said natural 
sequence under stringent conditions, and said first sequence including an initiating methionine codon within 
about 50 nucleotides of the start of said enzyme-coding region. 

Likewise, an expression vector is provided, in another embodiment of the invention, which is capable of 
directing the expression of a polypeptide sequence of an alpha-amidating enzyme in a eukaryotic host, said 
vector comprising, a transcriptional promoter followed downstream by a first DNA sequence having an 
amidating enzyme-coding region, said first sequence being sufficiently homologous to a natural DNA 
sequence for expressing natural amidating enzyme to undergo hybridization with said natural sequence 
under stringent conditions, and said first sequence including a stop codon upstream from a sequence which 
would otherwise code for a membrane spanning domain. 

This first sequence should be followed by a sequence specifying the addition of poly A to the 
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messenger RNA generated by transcription from said promoter. 

As used herein, the term "membrane spanning domain" is a DNA sequence which, as determined by 
the test of Kyte & Doolittle, J. Mol. Biol. Vol. 157, pp. 105-132 (1982) (the entire disclosure of which is 
hereby incorporated by reference), codes for an amino acid sequence of sufficient hydrophobicity, length. 

s structural character, and the like to become fixed in the membrane. For example, this may occur as a 
protein is synthesized on a membrane-bound ribosome or. alternatively, the amino acid sequence coded by 
the membrane spanning domain may become associated with other areas of the protein of which it is a 
part, such that the sequence becomes inserted into the hydrophobic environment of the membrane post- 
translationaily. Membrane-spanning domains are discussed in more detail in Von Heijne, Sequence Analysis 

w in Molecular Biology: Treasure Trove or Trivial Pursuit , pp. 81-121 (Acad. Press 1987), the teachings of 
which are hereby incorporated by reference. 

The base numbers utilized herein are the numbers specifically stated for any DNA sequence expressly 
set forth together with base number references. For all sequences for which base numbers are not 
expressly assigned herein, the bases shall be consecutively numbered with base number 1 being the first 

is base of the first codon that is expressed by the sequence being discussed, and the amino acid numbers 
are consecutively numbered with the first being the amino acid expressed by bases 1-3. 
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BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 is a flow chart for construction of a mammalian expression vector for alpha-amidating 
enzyme. 

Figure 2 is a flow chart for construction of a prokaryotic expression vector for alpha-amidating 
enzyme. 

Figure 3 is Coomassie Blue-stained SDS-PAGE electrophoretogram of the insoluble protein fraction 
from E. Coii JM105 carrying the plasmids indicated (which have the characteristics s~t forth in Example 1) 
whenTultuTed with ( + ) or without (-) IPTG added to the growth medium (C = insoluble proteins of E. coli 
JM105 carrying pKK233-2). 

Figure 4 is a Western Blot of the gel shown in Figure 3 wherein, following protein transfer to nitro 
cellulose, the filter was treated with rabbit anti AE antisera and the alkaline phosphatase-conjugated anti 
rabbit Ig. followed by chromogenic sibstrate for the alkaline phosphatase. 

DETAILED DESCRIPTION OF PREFERRED EMBODIMENTS 



In accordance with the invention, expression vectors suitable for prokaryotic systems and expression 
vectors suitable for eukaryotic systems are prepared. DNA encoding amidating enzyme useful in these 
vectors may be isolated as taught in EPC- application No. 88307533.5 and published as Publication No. 
0308067 the entire disclosure of which is incorporated herein by reference. Alpha-amidating enzymes have 
40 been isolated from rat medullary thyroid carcinoma tissue or conditioned media from a rat cell line, and 
purified to homogeneity as taught in the above-identified parent application and in grandparent application 
Serial Number 655,366 filed September 27. 1984. now issued as U.S. Patent 4,708,934, priority of which 
has been claimed and the entire disclosure of which has been incorporated herein by reference. Amino acid 
sequences have been determined for the purified alpha-amidating enzyme, and these sequences have been 
45 used to project a variety of oligonucleotide probes which have been radiolabeled and utilized for isolating 
cDNAs for amidating enzyme. 

The isolated cDNAs have been used to screen libraries prepared, for example, from the total RNA of rat 
medullary thyroid carcinoma tissues; their derived cell lines or from cell lines known to produce amidating 
enzyme, for example, biological deposit IVI 10028 (In Vitro International. Linthicum. Maryland) (Rat MTC 
so tissue) or derived cell line IVI 10029. Total RNA was prepared and Poly- A RNA was selected with oligo DT 
cellulose. cDNAs were prepared by well known methods utilizing first reverse transcriptase and then a DNA 
polymerase. The cDNA was used to generate cDNA libraries in the vector i,gt 11 and the recombinant 
DNA's were packaged in vitro to form infectious bacteriophage particles. 

Extracts for packaging~are commercially available for example from Promega Biotech or Clontech 
55 Laboratories or can be prepared according to methods well-known in the art. The phage were screened with 
radiolabeled oligonucleotide probes prepared as set forth above. Screening for bacteriophage containing 
alpha amidating enzyme cDNA CAE cDNA") was accomplished by plating samples of bacteriophage and 
lifting the phage onto nitrocellulose filter discs. Hybridization with two or more radiolabelled AE-speafic 
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oligonucleotide probes conferred specificity. 

Oligonucleotide probes denoted AE4 t AE5. AE8 and AE9 at pages 61-64 of EPC application No. 
88307533.5 and published a^ Publication No. 0308067 are especially preferred when screening libraries 
prepared from biological deposit I VI 10029 identified above. 

5 Analysis of the AE cONAs from many bacteriophage isolated by the above oligonucleotide hybridization 
screening procedures indicated that the cDNAs could be separated into a plurality of distinct types. The 
structure of one type is given below as diagram A, where the nucleotides have been numbered with base 1 
as the first base of the codon for the initiator methionine. Below the nucleotide sequence is given the single 
letter amino acid code for translation of the gene sequence into protein. Numbers in parentheses at the end 

w of lines indicate amino acid numbers: 



CTC*TOTCCCACTCCCACCACCTTC«m 

- . * . « . « . • ^ art *g|. |*| | | igt i* * i mi 

TCCACACCA<*nX(XTCCCCTTCACAACXCCACm IM 

? | i r I * • I t r • I • c • c Iflt It 
ACCACTrAcrCtTCnCATCCATCACAnnCCCCTCCUATTCCCU^ 155 
— ^ . ^ % v * m . 9 9 \ t r i • m 4 t j t c • ■ ■ r 

CTCCCTCTCCATCACCAACCCTTCCTCAmACm 355 

i"i'"rrr r"i'T"ri ri* i v r • • ■ < * » * * ■ » i * « c ■ « * * • 

CCACTCCAACTTACTCCTTTT<n , CATOAACCAACCTCTACACAf AAACCCAATATTCTATATC *3S 

25 ACCTCnoCATTCAOAOTTCOAOOACAAACTCCAACCAAATACTTCTTC^ 333 

Y"'"~\*~Y\"V r « « h k 4 

TCCTCTCCCCTCTCCOTACATCTCACACCTCTCCCCCACCCTTTAATTCWCCCATCTACCTTATOATCTCTCTTCACACTC«AT*CCACCAW A53 

*AOTAOTCAATOCTOACAtTTCCTCCC.t*T*CAAAAT(rrATCCAATCCATCTCnTCCCTiCACACTCCACACTCACCA "3 

30 i i i VTi i T r » ■ ' > i fc » I* •yr**ktkklekv*ai H 

*T4O0AgTAA0AAACCCACACT00ACACTCATTCCACCCCICAACCCCCACCTCCCACACCCTTTCT*CCrrCT00AACACtCCUTT0ATCnAti 1 1 ■ 0?.* ^ 
. « . « ♦ . « . ♦ . ♦ • ♦ • 4 • • ^ 

CgT«ITATACT0CCACCCACAWOTOTTCACTC<rreAICC€ACCACA^^ «* 
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TCAmArrACATGOAACCCAAATATCCACmCCTTCATCACCOTACAAACAACCT^ 105$ 

. » , ♦ . 4 . * . « . * . 4 . ♦ • ♦ * 

CCCAATTCCTGTCAAAGCCCACATCCTTATCATCCACCCCCA rCACAAACAACCACAAAACAAACAAAACACTCCTITAAtCCACCACCCAAAACAGCCA 1155 



CACCAACAACTAnACACCACCATnCTATCTCCAACAICAAaCCACTCCCCTWACTCTAaTCnACCACCCC^CCrnCTCCCCTCCCCCTCCATT 1253 

-J— j—-- ^ y ■ i t • I «J • Ut»> 

CTAACAAfAACCTACTCAnTTCCACACACCTCACCATCTTTCCCATCCAAACTCTTTTCAW 13SS 

TCA 40 AACACACCA TCCTCCTCATTC ACCC A A A T A A TCCTC AAA TVt TCCAC TCCAC TCCC A AC**I^CTOT — — — * — — ♦ 

"Pi 4 T I I i i*V « T • t' i * ■ '« « fc « ' f / i » * a i • i « 

;S ACACATCCAAAmTTCCCTCACACATCTCCCTCTCCACCACCTCTTCAAATTCCACCCCCATACCAAACAACCCCCTCimA M3S 

t™*™*"™ *™i*TVT*™I TT» l i I i p h «" * • g '*» I 1 i l « r* *Sl*» 

TCCAACCTCCCACTCACCAAAACCATnCTCCCACKTACCCATCTCCCTOTCCACCCCACTACTCCACCTCTCmCTCKACACC IMS 

T P I • Y 7 i" h" I e i M < » • ' • ^ ' * • • ' ' f 1 - ■ ' e - 1 

TCCCAYfCTCCACmTCACCAACCtWAAACnCCTCAOT^ I'M 

ACIfr CCCtC TTCTCCCTCAmCCACCACTTCTCTCTCCCACACACCCAAAATCCCTCAM^AAW l,S5 

ACArTAACCACtXATCAmCCAACCAATCTCmCCCimCATATAW^ 1,55 

CCCeCTCCAACOATTTCTCAmACTTTTO^ "3 s * 



1153 



TCTCAACATCCCACTCTCTACATTCCACACCCACACACAAACACCCTCTCCAAC7TCAWCACTCAA 
CCAmAACTCCACCAAATCAAACAACCCCACCCACTW 2255 



2333 



CAAACTCACCACACACCCCCSCTCCCCACTCTCW 

™i~*t~-"~t~"'«" VW"~ \"i tiii'iyvi^iiai^"' 1 

CtXTCCAAAAAATCAACCSCCmCCACCAAACCCAACCCW^ 2455 

„._.-4.--..--.4..--.-.--4--- r *k ** T i r fc •' C « *6l9i 

ACCCACTOCCACACACCCCACTCACCAACACAAACATCACCAC^ 4553 

CTCCTCACCTCCACCCTTCCCCCCCOTACCTCCAC^^ 2453 
• I <I33I **'■■- 
40 CTAAACTCTACTCWACTCTCCCACTCTACACACCTTTAm 

^ CTCCACTCCCATTCTCmATATCAACTTACCCTACACACCCC«^ MM 

CTTACTTCtrrCCATCTAAATACCCCTATTCTClCCTlCAACACACTAIlCTCCCACTWACACTC MM 
rACCAnCTCACCCTCTCCCACTOAACAOAACCAACCTCCCACA^ 

' ATCACACWATITTAAAAACTCTCTATTTAAAttCITlTI) TAA ATTIClt^CACJTCClC^ >»M 
CTTA*AA4UCTATTrriXWAAlCTOAATCTAATITCT0TAATAAACTClTTCACACCAITACCAAAAAAA 

■i 5 'It . •. • * 

. . • • • . . 3214 

45 

Another type of cDNA sequence isolated by the oligonucleotide hybridization screening set forth above 
is represented by Diagram B below where the numbering and other conventions are the same as those 
stated for Type A above: 

50 
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-MS 

• 

traiTCCTCCCACTCCCACCACOTTCCCAATCATaACTC -24* 
TCCACCC C T O T UC Il XX ACCCCCTCTCC CCCC ICr C CACCCCCOCCCCCTCW - 1 Aft 

CCCCACCCACCCCA CCCCO CTCCCC CCCC AI C^CC T CCC C t 'CCOCCCATCAACTACCT CCCC CCACCCCTCCCATU VCCCCCCCCCCCAUCCCTCUCA -Aft 
TtCCUAUAXCCCCCACTCCCCOC rCCCCTCCTCCTCCCCCOACATOCCCCqACCCCCCCCCACCCOTCTCCTACTtfi. 1UCIVXICCCCC lOCfCCCCC 33 

■ ••rara*ili'iiii«ll «l (191 

TCCACACCACCTTXCTCGCCTTtACAACCCCACrnCT^ 153 

«««ci«fr«»lftvrkrfh *ttrafa*«c lstlt 

ACCACTCA CC C l l lM CATCCATCtCAl 1 1 m.U,I CCATATTCOCAT0CCTCCCCTT ACACCTAAACACTCTCACAC^TACTTCTCCATCTCCATCCCT 23 S 



CTCCCTCTCCATCAC CAA U Ct 1 1 UJ I UATTCAmCAACCCTCOTCCCACCATCCATACTCTCCACCATtTCCTCCTCmOCATCCAATATCCCCTCCT 333 
1 f*l«(*kpr a h a 1**1 I t o • « »" m a <U9> 

ACTO qA ^^ ^"^^^"*^^**"^^^^ A*CC AAC^TOT AC AO AACOC # A <^CT AT^TCCCTCCCCA ACQ AATCSCTC€CCCCA CCC t WC T CC CB AA ASS 

AC(rrcrTC^ATTCACACTTOACCACAAACT« 335 

TCCTCTCCCCTCTOCTTACAmCACACCT^CCCCCACOT ftSS 
c«fTir a itr*»«»l t ft | ■ r 1 • • v'«tvi*pg *k 

AACTACTOAATCCTCAf ATTTCCTCCCAATACUAATCTATCCAAW^ 733 

*TACACACTA AOAAACCCACACTCCACACTCATTCCACCCCACA ACCCCCAOCTCCCACAWCmCTACCCTCTOGAACA ClU.1. 1 1 CATOTTACTTTT ft35 

CCTCATATACTCCCACCCACATCTCTCTTCACTCCTCAACCOACOACACACCCCACCCACATCCCCCCCACTTCTA 9SS 
t^'llft'ftrcTftf'ftcr'tftftthli'ctft'fttfftaeal'yl (31*1 
TCATCTATTACATCCAACCCAAATATCCA C I HCC T TC ATCACCT0TAC4AA Q AACCTCCCTCC10ATATQTTCACA ACTATCCCACCACAgCCCAATAT 1035 

CCCJATTCCTCrCAAACCVCACATCCmmrCCACOCCCATCACAAAOAACCACAA U3S 

CACCAAQAJUrrArTAGA<XAC^TCATTTCTATTCACTCCTT^ 12SS 

• • • * i '• n a 4 t fil l a *k l l i t r • 4 v k '7 k k r • ^ t" • k (419) 

ACACACAAT WCC T C4CAC CTCCT4CCTgAC4nCC4AlCCTCCTCCACAAA4*CC4 a 1 1 UU J CUUIU I U ACSCCACAG AACGTCCACAGCATGACCA .1333 
ATP CO CTAATOCTATPCTAOTCAOACACAW 1 ItlCUl ICC ACCAO 1ASS 
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CCTCCCCAACCCCCTTCCCAACCACUCCCTCACCACATTTCCATCTCCAAO^^ D» 

• g*t» »«»«»«g' I hvr«*t4M^tT yl 1 t ■ « / • g (319) 
CCCTCOCCCTCCArrCTIACAATAACCTAaTCATTTTCCACACAOCTOACCATOm 1 1 I U ACAOCAA 0I I ft 1 11 ACCACCAAAO US3 

A Ctil 1 1 1 C CSCCAATTCUC AACACACCA rCCTC CTCATTOACCCAAATAATCCTCAAA TCCTC CA<nTCACTCCCAACAACCTOTTTTATTTACCACAC 1755 

g i t 9 l • • 4 *t 1 1 i 1 4 / • • • *• l t n ■ • g k ■ 1 f t "l 

COCTT0ACCATAOATACA04TC9AAATTATTCCCTCACACATCTCCCTCTCC4CCACGTC 1133 
t l" • 1 4 t 4 g » y « r' t 4 »*■ 1 k < v (k'l4» ktk«g» 1*1 1 (»19> 

TTCTCCCAACCACCATCCAACCTCCCACTCACCAAAAirAmCTCCCACCCCACCCATCTCCCTCTCCACCCCACT 1153 

i *g"r w~*r"g ™ "r"e"*i" r*» "™rv'rv™r™*g^'™rr*~4* 

CCCTTACTCTAACACTCCCATTtTTTCAOTTTTCACCAACro 3033 

TTCA U I Q 1 1 tt I CACAU 1 1 CU.CL i I CTCCCTC A TTTCC ACCACTTCTCTCTCCCACACACCCA A A ATCCCCCAATCCA ATCCTTCAAAACTOACACCA 2155 
fftvpfcilalvpkl4qlcvft4r«ftgr*i<efkt4*tk (7191 
AACAATTrCTCACAOACATTAACCACCCATCATTTCOAACOAATOTCTTTCCCATTTCATATATACCACC I I ItClCM I CCCCYAAACCCCAACCCTTA 2255 

•<*r*lkk*ft«fgravC«r«r l'^gfifaT*»gk*»r 
CmCCACACCAACA CCC C O T CC AACCATTTCTCATCAACTTTTCCACTCCCOAAATTATACACCTCTTCAACCCA 2335 
20 * t 4 4 • \p » i 'g t ▼ ■ » * * • g • *1 I 4 i f k 9 v r k *fc t I ■ * 

CATCATATTCTCCCTTCTCAACATCCCACTCTCTACATTCCAG 2433 

* * lvas*4stvr t « 4 °a fc t a t v v* k. f t *l t • k a • ft r • <gl9> 
CACTCAAAAAOCCTCCCATTCAACTCCACCAAATCAAAGCCCACCCACTTCTTCAACCCAAACTCCACAACAAA 2335 

25 CCAAGACAAACACAAACTCACCACAGACCCCCCCTCCCCACTCTCCCW 2*33 

CTCArCTrrArrCCOTCCAAAAAATCAACCGCCTTTCCACCACATCATtJACCCCAACCm 2755 
7 ■ ' 1 r • k * * r« f g * 4 k 4 r k 1 • • • s g r ▼ Igrr gat <9l9i 
CACCACCAACAACACAACCAACACCAACACAACCACCAACAAAACCACAACCACCAACAACACCACAACCACCAACATCAACCCACCATTACCCATCCCC 2133 

J0 Sgrr«grgr«ggrk««ggrrg«ggr. *(94*J 

ACGCCTXTGACAATAACTACAACCCCAAACCCATTCCCTA Jt45 

35 Applicants have utilized cDNAs isolated in the above manner for constructing both prokaryotic and 
eukaryotic expression vectors and a number of hosts have been transfected with these vectors for effective 
expression of alpha-amidating enzyme. 

In preferred embodiments of the invention, applicants have made novel modifications to the foregoing 
cDNAs in order to optimize not only expression, but also recovery of amidating enzyme. The nature and 

40 extent of modification may vary with the host and/or vector selected. For example, applicants insert, in 
preferred embodiments, a stop codon upstream from a sequence which would otherwise code, for a 
membrane spanning domain. The presence of these membrane spanning domains may be undesirable for 
a recombinant ONA expression system since they may cause the expressed protein to be membrane 
associated and possibly inactive in the host organism or cell line. Examples of membrane spanning 

45 domains appear in the two cDNA examples set forth in diagrams A and B above (about bases 2275-2355 of 
the sequence shown in diagram A and about bases 2587-2667 of the sequence shown in diagram B). The 
cDNAs of diagrams A and B are substantially identical on the amino site of these transmembrane domains 
with the exception of what appears to be an intron region from base 1 178 through base 1492 of the type B 
cDNA. 

so The cDNAs of diagrams A and B above encode protein products of approximately 94 and 105 kD, 
respectively. Both of these proteins are larger than mature, active enzymes that have been purified from 
animal tissue extracts or cell line secretions. Each of these primary translation products are pre-proenzymes 
that contain membrane-spanning domains in the C-terminal one-third of the coding sequence. It is preferred 
that the stop codon be placed so that the expressed protein has a molecular weight of about 75 for when 

55 expressed by the cDNA of diagram A (i.e. the stop is placed between bases 2025 and 2275) and 87 kD 
when expressed by the cDNA of diagram B I.e.. the stop is placed between about bases 2340 and 2690). 
The weight of one mature natural amidating enzyme purified by Applicants. 

For cytoplasmic expression of the mature alpha amidating enzyme in E. Coli, for example, it is 
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preferred that the gene sequences that encode the natural secretory signal sequence be removed, that an 
initiation codon be placed within about 50 nucleotides of the gene sequences encoding the start of the 
mature protein corresponding to alpha-amidating enzyme, and that the gene sequences encoding the 
membrane spanning domain in the C-terminal region not be translated. The initiating codon is of course in- 

5 frame with the sequence which encodes the enzyme and, in some preferred embodiments, is upstream 
from the region, sometimes immediately upstream. 

When the AE cDNA was expressed in E. Coli, it was discovered that the natural gene sequence 
contained a cryptic E. Coli ribosome binding site ("RBS") and initiation codon internal to the natural 
initiation sequences. fhis~7esulted in the production of an N-terminally truncated amidating enzyme protein. 

io While this did not prevent the production of the desired product in E. Coli, the coexistence of the correctly 
initiated and internally initiated products complicates the processing and purification of the recombinant 
product to a useful form and is therefore undesirable. To eliminate the unexpected, undesired product, it 
was necessary to eliminate either the ribosome binding site, the internal initiation codon or both of these. 
For example, in certain preferred embodiments of the invention, a valine codon which, in prokaryotic 

J5 systems, codes an initiating methionine, is altered by a point mutation to an equivalent non-initiating valine 
codon at bases 661-663 (of the cDNAs of either diagram A or B). In lieu of this point mutation or in addition 
thereto, applicants, in other preferred embodiments, delete or substantially modify any region coding for a 
ribosome binding site which occurs just upstream of an internal initiation site, and more preferably any 
ribosome binding site whenever one may occur. These modifications are made to substantially eliminate 

20 internal initiation such that the protein expressed because of interna! initiation is not observed as a separate 
band following electrophoresis. 

To obtain expression of secreted, active alpha amidating enzyme protein, from a recombinant 
eukaryotic host cell line it was necessary to remove the gene sequences encoding the transmembrane 
domain found in the C-terminal region of the natural gene sequences. For the type A cDNA this has been 

25 done by truncation of. the protein coding region through introduction of a stop codon at or near to where the 
natural amidating enzyme is post-translationally processed in some natural systems as explained in detail 
below. For the type B cDNA this has also been done by introducing a new stop ccdon in the region of the 
enzyme protein where the natural type B amidating enzyme is post-translationally processed (see below). 
This should not be taken to exclude the possiblity that in some host cell systems it may be preferable to 

oo express the entire naturally occuring gene sequences. Because the type B cDNA contains sequences with 
the characteristics of an unprocessed intron there may be a difficulty in expressing this cDNA in some 
eukaryotic host cells. These cells may not efficiently produce an mRNA from the type B gene due to the 
presence of the paired splice donor and acceptor sites. Elimination of the acceptor site might therefore be 
necessary to allow for efficient expression of type B AE cDNA 

35 We have discovered that the carboxyl end of the naturally occurring 75 kD alpha amidating enzyme 
protein occurs beyond amino acid position 709 (814 of type B). To produce the 75 kO protein (87 kD of 
type B) in a recombinant ONA host cell, a stop codon has been introduced into the cDNA by mutation of 
the codon for the lysine of amino acid position 716 (821 of type B). This modification has been made using 
oligonucleotide directed site specific mutagenesis. Such mutagenesis can be accomplished in a variety of 

40 ways. The methods have been reviewed extensively in the molecular biology literature. The general method 
that we have used was. described by Taylor, J.W. et al. (1985), Nucl. Acids Res., 13: 8749-8764; Taylor, 
J.W. et al. (1985), Nucl. Acids Res., ]3: 8764-8785; Nakamaye, K. and Eckstein. F. (1986), Nucl. Acids Res.. 
1 4: 9679-9698. The reagents needed to practice this method are available in the form of a mutagenesis kit 
from Amersham Corporation. 

45 The mutation of the- sequence that we have produced changes the AAA lysine codon to a TAA stop 
codon. The oligonucleotide used for the mutagenesis incorporated this change but was otherwise identical 
in sequence to the naturally occurring cDNA sequence for the respective enzyme (type A or type B) being 
mutated. 

We have also discovered that a naturally occurring shortened form of the alpha amidating enzyme 
so protein is produced by processing of the type B protein at the internal region of the protein that is unique to 
the type B enzyme protein. This results in an enzyme product that is approximately 43 kD in molecular 
mass. Without intending to be bound by theory, it is believed that the DNA sequence upstream from the 
intron region is sufficient to code for a polypeptide capable of exhibiting, significant alpha-amidating activity. 
Accordingly polypeptides. which are easy to recover and which are capable of expressing alpha-amidating 
55 activity may be encoded by cDNAs which are significantly truncated by. placement of a stop codon 
somewhere in the. intron region of type B cDNA in just before or after the corresponding location where this 
intron is missing from TYPE A cDNA. Preferred truncation results from placement of a stop codon within 
abouc 30 bases of the beginning of the of the intron region, preferably immediately downstream therefrom. 
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To enable the production of one preferred short form of alpha amidating enzyme protein in recombinant 
host cells* a modified cDNA is created having a stop codon in place of the lysine codon at amino acid 
position 436 of the type B cDNA. This mutation was accomplished by oligonucleotide directed site specific 
mutagenesis of the type 3 AE cDNA. 

5 While the shortening of the amidating enzyme protein by introduction of the stop codon at amino acid 
position 436 of the type B cDNA gives a protein that most closely approximates the one produced naturally 
by proteolytic cleavage of the primary translation product (or some other cleavage intermediates in the 
biosynthetic pathway), a further shortening of the amidating enzyme protein may also result in production of 
an active product in recombinant DNA host cells. We have modified the AE cDNA in several other ways to 

jo create such shorter forms of protein. In one example, we have used oligonucleotide directed site-specific 
mutagenesis to convert a tyrosine codon at amino acid position 396 of the type B cDNA to a stop codon. 
This change will result in a protein that is approximately 39 kD when the cDNA is translated and processed. 
In a second, case, we have utilized the naturally occuring Bam HI enzyme recognition site of the type B 
cDNA to introduce a stop codon by linker mutagenesis. This method is well known in molecular biology and 

is simply involves the cleavage of the cDNA followed by ligation to a double stranded synthetic linker 
fragment that is complimentary to one end of the cleaved cDNA and thai introduces an in frame stop codon 
just beyond the cleavage site. We have used an oligonucleotide fragment with the following sequence to 
accomplish this modification: 

20 5 » v 

GATCCACTAATGATCA 

+ , GTG ATTACT AGTTCGA - . 



25 This linker introduces a stop codon following the histidine codon at amino acid 469. Translation and 
processing of the cDNA once it has been modified in this fashion results in the synthesis of a protein of 
approximately 46 kD. 

Preferred placement of a truncating stop codon is within about 15 bases of a DNA sequence which 
codes for consecutive basic residues (usually a Lys-Lys) and especially immediately upstream therefrom. 

oo Without intending to be bound by theory, it is believed that the natural polypeptide coded by the cDNAs of 
type B is processed, during post-translational modifications which occur during natural expression of 
amidating enzyme, at or near such consecutive basic residues, for example, the consecutive lysines coded 
within the intron region of the cDNA of diagram B. Even when the inserted stop codons are not intended to 
truncate the expressed polypeptide in the above-described manner, it is preferred that the inserted stop 

35 codon be placed within about 20 bases, and preferably immediately upstream from. DNA sequences coding 
for consecutive basic amino acid residues. Insertion of stop codons at these positions will likely result in 
expression of a polypeptide resembling certain natural amidating enzymes after they have undergone post- 
translational processing. 

For cytoplasmic expression in prokaryotic systems, any signal sequence coding regions (for example, 
«3 the first bases of both the type A and type B cDNAs diagrammed previously) are preferably eliminated and 
a methionine initiator codon is inserted within about 50 nucleotides of the beginning of the region which 
codes for amidating enzymes. O 

An alternative embodiment for prokaryotic expression eliminates any coding sequences for signal 
sequence or proenzyme sequence and inserts an initiator methionine codon within about 50 nucleotides of 
45 the beginning of the region which codes for amidating enzyme. In many natural AE cDNAs, this 
corresponds to the beginning of the region which encodes ser-x-ser (X being phe or leu). See, for example, 
bases 124 to 132 of the sequence for type A or type B cDNA. In some embodiments secretion of alpha 
amidating enzyme may be desirable. In this case it is preferable to retain the signal sequence coding 
regions, or alternatively to replace them with heterologous sequences that can serve the same function, for 
50 example, the signal sequences of the bacterial OMP A protein. 

It will be readily apparent to those skilled in the art that numerous mutations and truncations of the DNA 
sequences set forth herein for encoding amidating enzyme are possible within the scope of the invention 
and that such modified ,quences would code for polypeptides capable of functioning as amidating 
enzymes. Accordingly, applicants' claims should be construed to include all functional equivalents of DNA 
55 sequences, expression vectors and host cells specifically set forth. 

Examples of prokaryotic expression vectors which may desirably be modified to include DNA se- 
- quences encoding amidating enzyme in accordance with the invention include but are not limited to 
pKK233-, pKK322-2. pPROK-1. pkT279.280 f 287. pPL lambda, pYEJOOl, pKC30. pPROK-C, all commercially 
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available. Prokaryotic hosts which may be transfected with expression vectors in accordance with the 
invention include but are no; iir.lted to C600, LE392. RR1, DH1. SF8. all commerically available. 

Eukaryotic expression vectors which may desirably be modified to include DNA sequences encoding 
amidating enzyme in accordance with the invention include but are not limited to pMAMNeo. 
5 pdBPVMMTNeo. pRSV, peuKCl. pCH110. all commerically available. Appropriate yeast vectors may aJso 
be used. Preferred euroKaryotic hosts may be transfected with expression vectors in accordance with the 
invention include but are not limited to IVI deposit 10029, Hela t CV1, C127. CHO (Chinese Hamster Ovary) 
and COS. 



w 

EXAMPLE 1. 



;5 Expression of Alpha Amidating Enzyme Proteins in E. CoH 

In order to express alpha amidating enzyme in E. CoN (see the flow chart of Figure 2). a cDNA fragment 
having the sequence set forth in diagram A. above, was digested With Kpnl and Hind III and the fragment of 
20 about 2.1 kb was isolated. To build back a amino terminus corresponding to a natural mature enzyme, an 
oligonucleotide linker with the sequence 

5 ' CATGTCATTTTCCAATGAATGCCTTGGTAC^ ' 



25 



3 f AGTAAAAGGTTACTTACGGAACg , 



was lighted to this DNA fragment. The resulting fragment contained one Nco I compatible sticky-end and 
one Hind III sticky end. The E. Coli expression vector pKK233-2 was obtained commercially from Pharmacia 
and digested with restriction~onzymes Nco I and Hind III. The large linear fragment was isolated and ligated 
to the linker adapted cDNA fragment. The ligation mixture was used to transform competent E. Coli JM105. 
Transformants were selected by ampicillin resistance and the clones isolated were analyzed for the 
recombinant plasmid by restriction enzyme and DNA sequence analysis to confirm the structure of the 
expression vector (hereafter "pAE^") that they contained. The expression vector contains the hybrid trp-lac 
promoter which is repressed by the lac repressor and inducible by treatment of the cells with isopropyl- 
thiogalactoside (IPTG). Upstream from the initiator methionine the vector also contains the sequences of a 
strong ribosome binding site. 

To obtain expression of the alpha amidating enzyme in the E. Coli. the recombinant cells were grown 
with shaking in LB-broth.at 37' C to an ODsoo of 0.4. IPTG was added to the culture to- a final concentration 
of 1mM and the growth was allowed to continue at 37* C with shaking for three to five hours. Cells were 
collected by centrifugation of the culture and the supernatant was discarded. The cells were resuspended in 
buffer containing a coctaii of protease inhibitors, treated with lysozyme and then sonicated to lyse the cell 
membranes. The ly sates were centrifuged at 12,000 x g to separate the soluble and insoluble fractions of 
the cells. Each fraction was analyzed by SDS-PAGE and protein staining. The alpha amidating enzyme 
protein was readily identified as an IPTG inducible product in the insoluble protein fraction. Since the initial 
expression plasmid did not contain a stop codon specified by the alpha amidating enzyme gene sequences, 
the inducible product formed contains sequences specified by downstream vector DNA fused to the C- 
terminal of the alpha amidating enzyme protein sequences. In addition, the induced insoluble protein also 
contained a. smaller amidation enzyme specific protein that represented a product formed by internal 
initiation of protein synthesis at a cryptic RBS and initiation codon (amino acid position 221 of the alpha 
amidating enzyme sequence). 

To remove the unwanted sequences from the C-terminal portion of the expressed product, a mutation of 
the lysine codon at position 716 of the type A sequence was made to generate a TAA stop codon at this 
position. The mutated cDNA was then digested with Kpn I and Eco R1 and used to replace the original Kpn 
l-Eco R1 fragment in the initial expression vector pAE12. In a similar fashion, the type B cDNA sequences 
were mutated at the comparable position (amino acid 821) to create a stop codon and the Kpn l-Eco Rlv* 
fragment from the mutated type B cDNA was used to replace the corresponding fragment in pAEl2. The 
two expression plasmids so created pAE24 (type A) and .pAE25 (Type B) were then used to transform 
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JM105. The resulting strains were cultured for expression as was done previously for pAEl2-containing 
strains. The PAE24 was found to produce two IPTG inducible, insoluble proteins of approximately 75 kD 
and 55 kD while the pAE25 was found to produce two IPTG inducible insoluble proteins of about 87 kD and 
67 kD. Again, the small protein in each of these pairs represents the unwanted amino-terminally truncated 

s product from either the type A or type B cDNA. 

To eliminate the initiation of protein synthesis at the cryptic internal ribosome binding site and initiation 
codon (amino acid position 221) the GTG start codon, (GTG can serve as an initiator met codon in 
bacteria), was converted to a GTT codon that cannot initiate protein synthesis but which still encodes the 
valine that is normally found at this position in alpha amidating enzyme proteins encoded by natural genes. 

to Wnen the mutated region of the cDNA was substituted for the natural sequence in the expression vectors 
PAE24 and PAE25, two new vectors were created, pAE31 and pAE32. Transforming E. Coli JM105 with 
these modified expression vectors and testing protein production from the resulting recombinant strains 
indicated that this mutagenesis was effective in eliminating the unwanted internal initiation. The IPTG 
induced product from the host cells carrying pAE31 was found to be 75 kD while that from cells 

/5 transformed with pAE 32 was found to be 87 kD. 

Since we have found that naturally occurring amidating enzyme from type B cDNA is post-tran- 
slationally processed to give proteins of approximately 43 kD, we have prepared a series of mutations in 
type B AE cDNA that allows expression of proteins that terminate at or near the position where the naturally 
processed enzyme ends. Two of these mutations were prepared by oligonucleotide mutagenesis while a 

20 third was created by adapter-linker mutation as indicated above. When cDNAs carrying these mutations 
were used to replace the corresponding segments of pAE32, transformed into JM105 and analyzed for 
protein production in experiments similar to those described above, truncated alpha amidating enzyme 
proteins were detected. With a mutation at amino acid position 396 of type B cDNA changing a natural 
tyrosine codon to a stop codon (pAE36), a 39 kD enzyme protein was found while- a linker mutagenesis that 

25 ended translation a» the histidine codon of amino acid 464 resulted in a vector, pAE51, which produced a 
recombinant alpha amidating enzyme protein of 46 kD following transformation and induction of E. coli 
JM105. 

All of recombinant alpha amidating enzyme proteins produced in E. Coli described above were found to 
segregate with the insoluble fraction of the cell extracts. The enzymes could be rendered soluble and active 
30 by treatment with 8 M urea followed by rapid dilution in 50mM Tris-HC! pH7. When E. Coli JM105 carrying 
pAE12 was grown and induced with IPTG as described, the alpha amidating enzyme proteins were present 
at levels of at least 30 mgs per liter of bacterial culture. 

Representative samples of the induced insoluble prot6in produced in E. coli carrying AE expression 
plasmids are shown in Figures 3 and 4. 

35 

EXAMPLE 2 



40 

Generation of mammalian expression vector pd BPV-MMTNEOAE A 75 

To generate a mammalian expression vector which expresses. and constitutively secretes 75 kD type A 
alpha amidating enzyme from mammalian cells (see the flow chart of Figure 1), the following was 
45 performed: 

1) The intermediate expression vector pdMMTNeo (commercially available from American Type Culture 
Collection) (as shown) was digested with Bgl ll. The linear form was isolated and purified. 

2) The recombinant type A cDNA containing the full prepro sequence and an artificial stop codon TAA 
at position 2146-2148 was isolated by sequential digestion with Bgl I and Xho I. The fragment correspond- 
so ing to alpha amidating enzyme was then isolated and purified. 

3) The insert (type A alpha amidating enzyme) and vector (pdMMTNeo) were mixed and the 
corresponding ends were made flush using the Klenow fragment of DNA polymerase I. The 5 protruding 
segments were filled in with added dNTP, and the 3' protruding segments were digested back to produce a 
flush end (alternatively sequential SI nuclease and Kienow + dNTP could be utilized for producing flush 

55 ends). The flush ended molecules were then ligated for 16 hours at 15 * C. 

4) The ligated material was then transformed into E. Coli RRI. Recombinant clones were selected in the 
presence of 50 ug/ml ampicillin. The orientation of the insert in the recombinant clones was verified using a 
battery of restriction enzymes; One clone which was referred to as pdMMTNeo a -AE A 75 (clone 11) was 
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determined to have the type A cDNA in the correct orientation with respect to the MMT promoter. 

5) Plasmid DNA from recombinant pdMMTNeo a-AE A75 (clone. 11) was digested with BamHI. The 
linearized vector was isolated and purified and then treated with bacterial alkaline phosphatase (B.A.P.) for 2 
hours at 37* C to remove 5 phosphates. The BPV-1 genome was isolated and purified following B and 

5 BamHI digestion of the vector pdBPVMMTNeo. This BamHI fragment of BPV-1 DNA, which is approxi- 
mately 8.0 kb, was then ligated to the BamHI linearized and B.A.P. treated pdMMTNeo aAE A 7s vector, for 3 
hours at 14* C. After the ligation mixture was transformed into E. coli RR1, the recombinant clones were 
selected on 50 ug/ml Ampicillin LB agar plates. The recombinant plasmids were analyzed, for BPV DNA and 
were also analyzed for type A AE cDNA. Restriction mapping revealed that clone 21 was approximately 17 

w kb and produced a restriction map as expected. This expression plasmid was then used for expression of 
aAE A 7s in mouse C127 cells. 

6) Mouse CI 27 cells were transfected with 20 ug of pdBPV-MMTNeo oAE A ?5 by the standard CaPOi 
precipitation technique. Approximately 2 weeks post transfection, transformed foci were individually picked 
and grown in growth media containing the antibiotic G418. When cells were grown to a sufficient capacity in 

/5 Dulbecco's Modified Eagle Medium plus 10% fetal calf serum, the clones were assessed for the ability to 
secrete Alpha Amidating Enzyme by measuring the enzymatic activity in the conditioned cell culture media, 
as well as by measuring the alpha amidating enzyme immuno?eactivity in the medium using standard 
radiolabelling and immunoprecipitation techniques. Clones secreting active, immunoreactive 75 kD alpha 
amidating enzyme were expanded to large numbers of cells (switched to ceil culture medium with reduced 

20 serum and therefore reduced level of exogenous protein) and are in use to produce large quantities of 
active recombinant enzyme from the cell conditioned media. 

The terms and descriptions used herein are embodiments set forth by way of illustration only, and are 
not intended as limitations on the many variations which those of skill in the art will recognize to be possible 
when practicing the present invention, as defined by the following claims. 

?.s 

Claims 

1 . A host capable of expressing the polypeptide sequence of an alpha amidating enzyme, said host 
30 comprising an expression vector which includes a transcriptional promoter followed downstream by a DNA 

sequence foreign to said host which encodes said amidating enzyme, said vector being capable of directing 
expression of polypeptides in said host. 

2. A host capable of expressing the polypeptide sequence of an alpha amidating enzyme, said host 
comprising an expression vector containing a transcriptional promoter followed downstream by a DNA 

35 sequence foreign to said host which is capable of hybridizing under stringent conditions with a DNA 
sequence of: 
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CCCATCCT(«ACTeCCACCACCTTCCCAATmCACTCCCW ICCCACCCATAACCACCCTCCTCC -tU 

SaJZ^CC^^CCCCCTCTCC^ -J" 
OfCflACfiCAGCCCACCCCCCTeCCCCCCCArCCCCCTCCCCCCCCCCCAICAACTACCTCCCCCCACCCCm 

TWACACCACCTCCCTCCCCTTCACAACCCCACTTTCTC TCTTT A ACACCTTTA A A0A A ACTACCAC A TCATTTTCCA ATCAATCCCTTCCTACCA TTC0 1SS 

^ ^ j r t «" • i t r i fan • c" I f t * • 
ACCAOTCA t C CC T CI IU ATCCATCAOAI 1 1 I C CCC T C CATA fTCCCATCCCTCCCCTfACACCTAAACACTCTCACACATACTTCT^ATCTCCATCCCT 1SS 
10 rV""l *i*"f V i 4 1 r* •■»••"» k • i • « «\» r * « • • ■ r 

CTCCCTCTCCATCACOAAC Ct I T CC f C ATT8ACTTCA ACCCTCCTCCCACCATCCA T ACTCTCCACCAT A TCCTOC 1 CTTTCOAT^ATATCCCCTCCT 3SS 

CCACTCCAACTTACTCOTTTTOTCATCMCOAACCTCTACAGAfAAACCW 
75 ACCTCTTCCATTCAOACTTCCAOOACAAACTCCAACCAAATACTTCCTCCTFCA^ 55* 

"•"»"§" f"*r'"r""t"~i "•""t "~i ft r I* » i * '» » r i 4 I •"• I r 

T0CTCTC CCCTQ TCC9TA C A TCTCACACCT0T0CCCC A CCCT TT A A TTCCCCCCA TCTACC f T AT9ATCTCT0 TTQ AtiACTOTCAf ACCACCA9OA0AO A 455 

e""g i~*"i*"t"~*»™"™"»"i"*i"** • • r I • ■ • "» "i"t ? • ■ cai«. 

AACTACTCAATCCTCACAirTCCTCCCJUTACAAAATCTATCCAATCCATCTC 75* 
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ATACACACTAACAAACCCACAOTCCACACT€ArrC«ACC«ACAACCCCCACCTC^ ■« 

CGTOATATACTCCCAOCCAGATCTTCTOTTCACTtCTCAACCCACOACAOACC *** 
177 1 / i / r iT l | i 8 r "t • • * * I •' 9 t • 4 • a c • I t « «*t 
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TCAmAmCATCOAA*CCUATAT«CACTTTCCTTCAT0ACCT«m 

5 CCCAATKCTCTCAAACCCCACATCCmTCATCCACCCCCATCACAAACAA * * ** 

CACCAACAACTAmCAeCACCAmCCAmCCAACAACAACTCCACTCCCCTCCACTGTACT^ «« 

'0 CTA*CA*TAACC74CTCAnnCCACACaCCTCACCATCUTCCCATCCAAACTCtTTfC*CACC« 1355 

TCAAC4ACACACC*TCCTCCTCATTCACCCAAAT*ATCCTCAAATCCTCCACTCC*CTCCCAACAACCTCf TTTATTTACC4CACC6CTTCACCATACAT 1455 

..... ♦ , 4 . « . * . ♦ . *♦ 

ACACATCCAAAmTTCCOTCACACATCTCCCTCTCCACCACW^ 1555 

15 r"V"r"i"r'i"V™i"T*r"rv"r""r"i*"r\"v*h* "»■"*"• w 131,1 

TCCAAOTCCCACTCACCAAAACCAmCTCCCACCCCACCCAW 
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1755 



TCCCAUCTCCACTmCACCAACCCCAAACmClCACCCAClCCCMCAACACTOT^ 
ACmCtXCCTTCTCCCTCAmCGACCACTTCTCTOTCCCACACACCCAAAA IMS 



AaATTAAWACtXATCAmreAACCAATCTCmCCCATTTCATATATACCACCnTCCTCTTTCCCCTAAACCCCAACOT 

. 4 . « . ♦ . # . ♦ . ♦ . ♦ • ♦ 

25 OCCCCTCCiACCAmC704TCAAcnTTCCA0TCCC0AAATrATA0AC0TCTTCA^ 
TCTCAACATWCACTOTCTACATTCCACACtXACACACAAA 



f*t*> 
1*35 



toss. 



7133 



Z33S 



CCATKAACTCCACCAAATCAAACAACWACCCAOTCTTCAAOTAAACTW 
„..-...*.-.-..--w-«-.-~*™-.-«- \ • fc , # ' n M i 1 1 i 1 1 k • 1 • k 1 



1335 



CAAACTCACCACACACCCCCCCTCCCC^TCIOTK^ 

CCCTCCAAAAAATCAACCCCCTTTCCACCAAACCCAACCCUCCCCrTAAA f f V COUAA^A X *~ ^^^^^^^ — ^1*^^^— — ^ — ^ 2455 

rTTTT*rVTYT # i~ T"i"T*I 1 "7 • ar'ksr«rfcsf* tti'Ji 

35 AOXACTCACCACACACCCOAOTCACCAACACAAACATC^ 2335 



CTCtTTCACCTCCACCCTTCCCCCCCCTAC^ ,M * 

■ 7 *•••-* 

CTAAACTCTACTCCTCACTCTCSCACTCTACACACCTTm «« 

CTCCACTCCCAHOTCTTTATATCAACTTACCCfACACACCeCCCTTOT^ "« 

mACTTCCTCCATCTAAAtACCCCTATmCTCCTKAACACACTATICTCW^ MM 

rACCATTCTCACCCTCTCCCAOTCAAGAOAACCAACCTCCCACACCACCAAAACCICCTAAATC^ 3033 

* ATCACACAAATTrTAAAAACTCTCTATTTAAATTCTITTIIIAAAfTTClCCICACTTCCTClCTTfCCCW 3 *« 
OTTACAACACTATTTTTCACAATCTOAATOTAATf lOTCfAATAAACTOTTTCACACCAf TACCAAAAAAAAAAAAAAAAAAAAAA 

: . • . . t 



sau 



3. A host capable of expressing the polypeptide sequence of an ~'pha amidating enzyme, said host 
comprising an expression vector containing a transcriptional promoter followed downstream by a DNA 
sequence foreign to said host which is capable of hybridizing under stringent conditions with a DNA 
sequence of: 
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-355 

• 

COOATGCTCCttffTCCCACCACmCCCmC WACTCCCCCCCTCTCra GCCACCCATAACCACCCTCCTCC -24* 

TCCACCCCTCTCCCTOCrACCCCCTCTCCCCCCTCTCCACCCCCCGCCCCTCCASCC W - 1 *4 

CCCCACCCACC6CACCCCCCTCCCCCCCCATCCCCCTCCCCT:CC0OCCATCAACTA CC I CCCCtC ACCCtTCCCATa CCCCOCCCCPCCAtfCCCTCCCA -A* 
I CCC0CCWCW CCCCACTCC CCW T CC CCTOC I CCT CCCC C0ACATCCCC0CK CLCC C CCCA CCCOT 55 

. • • ♦ * — — ~* B#i ; ar / € i i *i i t t j i i* * i i if i 

TQCACACCAOCTCCCTCOCCTTCACAACCCCA L 1 1 I C1CILI 1 1 AACA<WmAAACAAACTACCACATCAtTTTCCA.t1CAATCCCmCTAW 153 

ACCACTCA Cl.ll 1 1 1 1 U ATCCATCACA 1 1 F f CCCC T CCATA rf CCCAT05CTCCCCTTACACCTAAA0ACTCTCACAC*! TACTTCTCCATCrCCATCCCT 255 

C 1 UIIIUI CgArCACCAAC CC I ICUI U ATTOACTTCAACCCrCCTCCCACCiTCCATACTCTCCACCATATCCTCCTC 255 
t v 4 • *• • f v t 4 f* fc » r *• tt ■ 4 t ▼ » • 1*1 I *••«•'•• tllfl 
CCACTCOA^grTACTC m i I I C l C ATCAAWAACCmACACATAAACCCAATATTCTATATCCCTCCCC ASS 

75 ACCTCTTC3ATTCACACTTCCACCACAAACTCCAACCAAATAC™ 555 

TOCTCTCCCCTCTCCCTACATCTCACAWTCTCCCCCACCCa ASS 
est***** I t r v « • I I • t • r I » • • w 4 I » 1 • » * • k (2191 
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40 
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50 



AAOTAOTtMATCCTGACATTTCCTCCCAATACAAAATCTATCCAA 7SS 
ATACACACTAAOAAACCCACACTCCACACTCArrCCACCCCACAACCCCCAGCTCCCACACCCmCT MS 

COTOATATACTCCCAOCCAOA 1 01 0 111 Ft ACTCCTtf AAC^ACOACACACCCCACCCACATCCCCCC^ACTTCTACTC ACCA A ATCTCTAACCTCTACA 555 
t™'~l"«"'«~r*"~i™#"*t"t 4 ~t r \ • a t k t || t • 4 • a c » if I <J1S> 
TCATCTATTACATCGAACCCAAATATCCA t 1 1 I Clf I C A TO ACCTOTACA AAO A C C TC CCTCC AOATATOTTCAO AACTA TCCCACCAG ACCCCA AT AT 105S 



CCCAATTCCTGTCUACCGOACATGmATGATGCACCCGCATCACAAAOAAGCAGAAAACmCAAAAGAC^GCTTT 1155 
»t»v k' *'k«a*4afc«k 4 •'la<\»*i« 

3Q CA«mCUCTAmC4CCAcJcTCATTTCTArrCACTCCTna 1253 

• •* • v 1 « c*~4 ~f r a" 1 I a k 1 1 I • r 4 v k *▼ » k imp C* e k (4if> 
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10 



IS 



20 



40 



45 



SO 



55 



aC A«cmcrcem*c«CTCCT»cc^^ 

mceoTAA^At^^oAMMccm^ im 
i » • 



cne!«.Acccccn<^»eeACAA^^ »»»» 



CCCTCCCCCTCOAnCTUCmUCmOTOAITTTeCA^ >•» 

ACC^CCCCAAmAACAACACACCMCCTeeTCAnCAC^^^ »" 

CCCTTCACCATACATACAOATCOAAATTATTCCCTCACACATCTCCCTCTCCACCACOTCTTCAAATTCCAW »» 
TTCT««»ACC»CCATCC«AeCTCCeACTOACeAAA»WmCTCeCACeceACCeAWTCCCTCTW 

CCCTTACTCTAACACTCCOATTGTCCACTTTTCACCAACCOCAAACTTCCTCACCCACTCCCCAOAACACTCCTCTW »SS 



TTCACTCTTCCTCACACTTTCCCCCTTCTCCCTCArrfCCACCACTTCTCTCTCCCACACACCCAAAAfCCW »» 

-■■rrrriTiT , r. ,, rrT , rrTr. \ ••...•.,.«.*-» ■ »»» 

iCAATTTCTCACACACATTAACCACCCATCATTrCOAACCAATCTCTrrCCCATTTCATATATACTACCTWCCTCTTTCW 
„...............,...-....-«.»..-----;--; »-- , , t 'p , f * I I t . . ■ * P » 



~~ . »«-r^ .♦.fit.rfirff i i iMlillI cecCT A AACC 6C A ACCCTT A 2235 

AACAATTTCTCAC 

"7777 •i*n««itr«»«*»»'' p '» - ■ 

CTTTC«CA«AACACCCCCTCCAACCAmW 

T777777777TY77V777 7i 

CATCATATTCTCCCTTrTCAACATCCCACTCTCTACATTCCACACCCACACACAAACACCCTCTCCAACTTCACCCT **» 



CACTCAAAAACCCTCCCATTCAACTCCACCAAATCAAACCCCACCCACTTCnCAACCCAAACTCCA« «" 

Tr7rrr7" 777 rrrrr , . ■ , * * . . * * * . . • * « * • 

3 <> CCAACACAAACACAAACTCACCACACACCCCCCCTCCCCA^^ »" 

CTCATCTTTATTCCCTCCAAAAAATCAACCCCCTTTCCACCACATCATCACCCCAACCTCCACTCA^ 

r.TiTrrrr~7rrr;7iT r; . . . r ♦ i ; r r . . «<«.. 

CACCACCAACAACACAACCAAOACCAICACAACGACCAAM^^^^ »" 

35 -^7777777777 r;*r; ™77 r r , . , , ; 

ACCCCTCTCICAATAACTACAAWWA^ " 4S 



4. A host according to any preceding claim, wherein the DNA sequence includes a stop codon 
upstream from a sequence which would otherwise code for a membrane spanning region. 

5. A host according to claim 4, wherein the stop codon is upstream from a sequence which would 
otherwise code for consecutive lysine residues. 

6. An expression vector capable of directing the expression of a polypeptide sequence of an alpha 
amidating enzyme in prokaryotic cells, said vector comprising a transcriptional promoter followed down- 
stream by a first DNA sequence having an amidating enzyme-coding region, said first sequence being 
sufficiently homologous to a natural DNA sequence for expressing natural amidating enzyme to undergo 
hybridisation with said natural sequence under stringent conditions, and said first sequence including an 
initiating methionine codon within about 50 nucleotides of the start of said enzyme-coding region. 

7. An expression vector according to claim 6. wherein the first three codons of the enzyme-coding 
region encode the amino-acid sequence Ser-Phe-Ser or Ser-Leu-Ser. 

8. An expression vector according to claim 7, wherein the initiating methionine codon immediately 
precedes the DNA sequence encoding Ser-Phe-Ser or Ser-Leu-Ser. 

9. An expression vector according to any of claims 6 to 8. wherein the initiating methionine codon is 
within about 50 nucleotides upstream from the start of the enzyme-coding region. 

10. An expression vector according to any of claims 6 to 9. wherein the enzyme-expressing sequence 
includes a stop coaon upstream from a sequence which would otherwise code for a membrane-spanning 
domain. 
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11. An expression vector according to claim 10. which has no internal initiation site between the 
initiating methionine codon and the stop codon. 

12. An expression vector according to claim 11. wherein all DNA sequences coding for ribosome 
binding sites which are located between the initiating methionine codon and the stop codon are located 

s sufficiently distant from an initiating codon to prevent internal initiation and translation of a polypeptide in 
quantities observable as a separate band after electrophoresis on SDS-poIyacrylamide gel. 

13. An expression vector capable of directing the expression of a polypeptide sequence of an alpha 
amidating enzyme in eukaryotic cells, said vector comprising transcriptional promoter followed downstream 
by a first DNA sequence having an amidating enzyme-coding region, said first sequence being sufficiently 

;o homologous to a natural DNA sequence for expressing natural amidating enzyme to undergo hybridisation 
with said natural sequence under stringent conditions, and said first sequence including a stop codon 
upstream from a sequence which would otherwise code for a membrane-spanning domain. 

14; An expression vector according to any of claims 6 to 13, wherein the natural DNA sequence is as 
defined in claim 2 or claim 3. 

15 15. An expression vector according to claim 14. wherein either the natural DNA sequence is as defined 
in claim 2 and the stop codon is located between bases 2025 and 2275. or the natural DNA sequence is as 
defined in claim 3 and the stop codon is located between bases 1148 and 1492 or between bases 2340 and 
2690. 

16. An expression vector according to claim 14, wherein the natural DNA sequence is as defined in 
20 claim 2 and ihe stop codon is located between bases 1148 and 1208. 

17. An expression vector according to any of claims 6 to 16, wherein the stop codon is within five 
codons of a DNA sequence coding for consecutive basic amino-acid residues. 

18. An expression vector according to claim 13. wherein the natural DNA sequence is as defined in 
claim 3, and which is obtainable by ligating said first DNA sequence into an expression system selected 

25 from PdBPVMMTNeo, pSV 2 , pRSV, pMAMNeo, peuK-C1, PCH110, and derivatives thereof. 

19. A prokaryotic host comprising an expression vector according to any of claims 6 to 12 or to any of 
claims 14 to 17 when appendant to any of claims 6 to 12. 

20. A eukaryotic host comprising an expression vector according to claim 13 or claim 18 or to any of 
claims 14 to 17 when appendant to claim 13. 

30 21. A eukaryotic host according to claim 20. which is selected from IVI deposit 1029, Hela, CV1, C127. 
CHO (Chinese Hamster Ovary) and COS. 

22. A host capable of expressing the polypeptide sequence of an alpha amidating enzyme, said host 
comprising an expression vector containing a transcriptional promoter followed downstream by a DNA 
sequence as defined in claim 2 or claim 3. 
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